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fundamental, 22-4, 30, 32 
Irreducible tensor operators 
Cartesian SU(2), 39-40, 46-7, 52 
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Ischaemia, 303, 304, 308 
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J-resolved spectroscopy, 317, 321 

Jacobi identity, Lie algebra, 9 


K* complexes, '*C NMR, 360, 370 
*K NMR, crown ethers, 351-2 
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Lactate detection 
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linear, 266-8 
regularization, 269-71, 291 
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crown ether solutions, 352-3 
isomerization promotor, 353 
selectivity crown ethers, 344, 347 
solid crown ethers, 371-2 
Lie algebra, 1-69 
semi-simple, 9 
similarity transformations, 16—17 
Lie groups, 1—2, 6-69 
adjoint representation, 15—17 
irreducible representations, | 1 
semi-simple, Cartan-Weyl operators, 20-33 
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MCR . see Multivariate curve resolution 
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Meningiomas, 310, 313 
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Metabolic pathways, cerebral amino acids, 308 
Metabolic rates, '’C NMR, 313-4 
Metal ion NMR, crown ethers solutions, 349-354 
Metal-dihydrides 

heteronuclear chemical shifts, 77—9 
p-H>, 75-81 
Metal-trihydrides, iridium complexes 83-4 
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applications, 247-9 
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MQ. see Multiple quantum 
MQMAS.. see Multiple Quantum Magic Angle 
Spinning 
MRI . see Magnetic resonance imaging 
Multidimensional NMR 
amplitude extraction, 279-80 
hybrid spectral analysis, 280 
linear prediction, 279-84 
protein solutions, 93-158 
sensitivity enhancement, 107-9 
see also Sensitivity 
Multiple quantum line narrowing, protein 
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data processing, 195-7 
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'"N NMR, cerebral amino acids, 305 
'°N-labeled proteins 
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MAS spectra 

satellite transitions, 181 

solids, 173, 174, 176-7, 179 
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crown ether solutions, 349-50 
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Transfer amplitudes 
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